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Background: The last fewyearshave seenanacceleratedexpan-
sion of microbiome studies rendering a clear picture of its major
role in human health and disease. Several international studies
have shown that the human gut microbiome consists of four
enterotypes; however, these studies have not included Latin Amer-
ican population and have not analyzed differences according to
diet that can be important microbiome modiﬁers. On the other
hand, few studies have addressed the eye microbiome and micro-
biome diversity is unknown. In Mexico, Irritable Bowel Syndrome
(IBS) and Dry Eye Syndrome are very common disorders and it has
been considered that themicrobiome is implicated in both of them.
Therefore, it is highly important to study the microbiome in these
disorders in our population.
Methods & Materials: Microbiome composition will be deter-
mined by next generation sequencing. Sample standardization is
reported herein: DNA extractionwas performed from4 colonic and
1 conjunctiva biopsies, collected at the HGM and the IOCV, respec-
tively. The samples were preserved in RNA later (Ambion) at room
temperature and were processed within 3 h of collection. Tissue
disruption was conducted with proteinase K enzymatic treatment
in buffer AL (QIAamp DNA mini Kit, Qiagen) at 56◦C for 90 min. The
extraction was carried out according to the manufacturer’s proto-
col. The obtained DNA was analyzed with NanoDrop2000 (Thermo
Scientiﬁc) for DO 260/280nm ratio and for DNA concentration esti-
mation. Also, an agarose gel electrophoresis was run to visualize
the DNA integrity.
Results: This protocol allowed us to obtain an average DNA
quantity of 6g from the colonic biopsies and 4g per conjunctiva-
biopsy with a DO 260/280nm greater than 1.8 and no visible DNA
degradation base on literature.
Conclusion: The data suggest that this protocol is suitable for
obtaining genomic DNA from colonic and conjunctival biopsies for
next generation sequencing.
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Urinary Neutrophil Gelatinase-Associated
Lipocalin (NGAL) might be an independent
marker for anticipating scar formation in
children with acute pyelonephritis
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Background: Urinary tract infections (UTIs) are the most seri-
ous common bacterial infections among young children. It may
affect kidneys that classiﬁed as acute pyelonephritis (APN) and
may lead to renal parenchymal involvement and scarring with
high prevalence rate (15-60%) among children. This study aimed
to assess the urinary concentrations of neutrophil gelatinase-
associated lipocalin (NGAL) in patients with APN to diagnose those
with potency to scar formation
Methods&Materials: Childrenwhowere admittedwith a diag-
nosis ofAPNwere enrolled anddivided into2groups;APNwith scar
and APN without scar. Urinary levels of NGAL and its ratio to cre-
atinine (Cr) levels were measured in the acute phase of infection.
A receiver operating characteristic (ROC) curve was generated to
allow calculation of cut-off values
Results: Sixty-one children were enrolled across the 2 groups:
group 1 consisted of 16 patients (all female); group 2, 38 children
(36 female and 2 male). Urinary levels of NGAL were signiﬁcantly
higher in APN with scar than in APN without scar (p =0.037). For
comparison of groups 1 and 2, the cut-off values were measured as
7.32 ng/mL, sensitivity; 81.3% and speciﬁcity;66%.
Conclusion: Evaluation of urinary NGAL levels may help us to
identify childrenwith APNwho are at risk of developing renal scar-
ring
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Elucidation of the role of non-structural viral
protein (W) of Newcastle disease virus
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Hyderabad, Telengana, India
Background: Newcastle disease (ND) is a highly contagious dis-
easeofbirds infectingmore than250avian species across theworld.
